
SEQUENCE LISTING 



<110> Kindsvoqel. Wayne R 
Topciuzii. . Stavros 



<l?0> SOLUBLE ZCYTORll CYTOHNE RECEPTORS 



<130> 00-56 

<iDU> US biJ/J23.82/ 

<151> 2000-08 08 

<150> US 60/250.876 

<-151> 2000-12-01 

<160> 35 

<170> FastSEQ for Windows Version 3.0 

<210> 1 

<211> 2831 

<212> DNA 

<213> Homo s dpi en 

<220> 

<221> CDS 

<222> (34). . (1755) 

<4no> 1 

tagaggccaa gggagggctc tgtgccagcc ccg atg agg acg ctg ctg ar:c ate 54 

Met Arg Thr Leu Leu Thr lie 
I 5 

ttg act i.itg qga tec ctg get get cac gcc cet gag gae ccc teg gat 102 

Leu Thr Val (jly See Leu Ala Ala His Ala Pro Glu Asp Pro Ser Asp 
10 15 20 

ctg etc I'.ag cac gtg aaa ttc cag tec age aac ttt gaa aac ate ctg 150 

Leu Leu Gin His Val Lys Phe Gin S'-r Ser Asn Phe Glu Asn He Leu 



30 



:35 



acq tgq gac age ggg cca gag ggc ace cca gac acg gtc tac age at-: 
Thr Trp Asp Ser Gly Pro Glu Gly Thr Pro Asp Thr Val Tyr- S.er 
40 '15 50 5' 



198 



gag tat aag acg tac gga gag agg gac tgg gtg gca aag aag ggc tgt 
Glu Tyr Lys Thr Tyr Gly Glu Ar-g Asp Trp Val Ala Lys Lys Gly Cys 
60 65 70 



r46 



cag egg ate acc egg aag tec tgc aac ctg acg gtg gag acg ggc aac 
Gin Arq He Thr Arg Lys Ser Cys Asn Leu Thr Val Glu Thr Gly Asn 

75 80 85 



294 



etc acg gag etc tac tat gcc agg gtc acc get gtc agt gcg gga ggc 
Leu Thr Glu Leu Tyr Tyr Ala Arg Val Thr Ala Val Ser Ala Gly Gly 
90 95 100 



342 



egg tea gcc acc aag atg act gac agg ttc age tct ctg cag cac act 
Arg Ser Ala Thr Lys Met Thr Asp Arg Phe Ser Ser Leu Gin His Thr 
105 110 115 



390 



acc etc aag cca cct gat gtg acc tgt ate tec aaa gtg aga teg att 
Thr Leu Lys Pro Pro Asp Val Thr Cys He Ser Lys Val Arg Ser He 
120 125 130 135 



438 



cag atg att gtt eat cct acc cec aeg cca ate egt gca ggc gat ggc 
Gin Met He Val His Pro Thr Pro Thr Pro He Arg Ala Gly Asp Gly 
140 145 150 



486 



eac egg eta acc: ctg gaa gac ate ttc cat gac ctg ttc tac cac tta 
His Arg Leu Thr Leu Glu Asp He Phe His Asp Leu Phe Tyr His Leu 
155 160 165 



.34 



gag etc cag gt.c aac egc acc tac caa atg cac ett gga ggg aag cag 
Glu Leu Gin Val Asn Arg Thr Tyr Gin Met His Leu Gly Gly Lys Gin 
170 175 180 



582 



aga gaa tat gag ttc ttc ggc ctg acc; cct gac aca gag ttc ctt ggc 

Arg Glu Tyr Glu Phe Phe Gl,y Leu Thr Pro Asp Thr Glu Phe Leu Gly 
1QC, ^<:^^\ iqc, 



b30 



acc ate atg att tgc gtt ccc acc tgg gcc aag gag agt gcc cec tac 



678 



9 



3 



Thr lie Met lie Cys Vdl Pro "Ihr^ Trp Ala Lys Glu Ser Ala Pro Tyr 
:?00 ."OS ?10 21b 

,;itq tgc rga gtq aag aca ctg cca gac egg aca tgg .:icc tac tec tte 7?x> 
Met Cy;s Arg Val Lys Ihr Leu Pri.^ Asp Arq Thr Trp Thr Tyr Ser Phe 

220 22b 230 

tec gga gcc tte ctg ttc tec at(] ggc ttc etc gte g(:a gta etc tgc 774 
Ser Gly Ala Phe Leu Phe Ser Met Gly Phe Leu Val Ala Val Leu Cys 
235 240 245 

tac ctg age tac aga tat gte ace aag ccq cet gca cct eec aac tee 822 
Tyr Leu Ser Tyr Arg Tyr Val Thr Lys Pro Pro Ala Pro Pro Asn Ser"' 
250 255 260 

ctg aac gte cag cga gte ctg act ttc eaq eeg ctg ego tte ate caq 870 
Leu Asn Val Gin Arg Val Leu Thr Phe Gin Pro Leu Arg Phe He Gin 
265 270 275 

gag eac gte ctg ate cet gte ttt gac etc age ggc eec age agt ctg 918 
Glu His Val Leu lie Pro Val Phe Asp Leu Ser Gly Pro Ser Ser Leu 

280 285 290 295 

gee cag cct gte eag tac tec caq ate agg gtg tct gga eec agg gag 966 
Ala Gin Pro Val Gin Tyr Ser Gin lie Arg Val Ser Gly Pro Arg Glu 
300 305 310 

cce gca gga get eca eag egg eat age ctg tec gag ate acc tac tta 1014 
Pro Ala Gly Ala Pro Gin Arg His Ser Leu Ser Glu lie Thr Tyr Leu 
315 320 325 

ggg cag eca gac ate tec ate ct: cag eec tee aac gtg eca cct ccc 106.-' 
Gly Gin Pro Asp lie Ser He Leu Gin Pro Ser Asn Val Pro Pro Pro 
330 335 340 

cag ate etc tec eca ctg tee tat gcc eca aac get gee cct gag gte: 1110 
Gin lie Leu Ser F'ro Leu Ser Tyr Ala Pro Asn Ala Ala Pro Glu Val 
345 350 355 



ggg cce eca tec: tat cii:a cet cag gtg acc ccc gaa get caa ttc eca 
Gly Pro Pro Ser Tyr Ala Pro Gin Val Thr Pro Glii Ala Gin Phe Pro 

360 365 370 375 



1158 



Itc tac qcc CC3 cag gcc ate tct aag gtc cag ci:l tec tec tat gcc 
Php Tyr Ala Ppii Gin Ala IIh Ser Lys Val Gin Pro Ser Sen Tyr Ala 
380 385 3*;m} 

cct caa gcc act ccg gac agi: tgg cct. c:cc tec tat ggg gta tqe atg 13fvl 
Pre Gin Ala Thr Pro A:>p 3er "trp Pro Pro Ser Tyr Gly Val Cys Met 
395 400 405 

gaa ggt tct ggc aaa gac t.cc ccc act ggg aea ett tct agt cct aaa i:30r 
Glu Gly Ser Gly Lys Asp Ser Pro Thr Gly Thr teu Ser Ser Pro Lys 
410 415 42M] 

car ett agg cct aaa ggt cag ctt cag aaa gag cca cca get gqa age 1350 
Hio Leu Ary Pf u Lyb Gly Gin Leu Gin Lys Glu Pro Pr'o Ala Gly Ser 
425 430 435 

tge atg tta ggt ggc ctt tct ctg cag gag gtg ace tec ttg get atg 1398 
Cys Met Leu Gly Gly Leu Ser Leu Gin Glu Val Ihr Ser Leu A1 a Met 
440 445 450 455 

gag gaa tec caa gaa gca aaa tea ttg cac cag ccc ctg ggg att tgc 1446 
Glu Glu Ser Gin Glu Ala Lys Ser Leu His Gin Pro Leu Gly He Cys 
460 465 470 

aca gac aga aea tct gac cca aat gtg eta cac agt ggg gag gaa ggg 1494 
Thr Asp Arq Thr Ser Asp Pro Asn Val Leu His Ser Gly Glu Glu Gly 
475 480 485 

aca cca cag tac eta aag ggc cag etc ccc etc etc tee tea gtc cag 1543 
Thr Pro Gin Tyr Leu Lys Gly Gin Leu Pro Leu Leu Ser Ser Val Gin 
490 495 500 

ate gag ggc cac ccc atg tec etc cct ttg caa cct cct tec got cca 1590 
lie Glu Gly His Pro Met Ser Leu L'ro Leu Gin F'rij Pr'o Ser Gly Pro 
505 510 515 

tgt tec ccc teg gac caa ggt cca agt ccc tgg ggc ctg ctg gag tec lo38 
Cys Ser Pre* Ser Asp Gin G^y Pro Ser^ Pro Trp Gly Leu Leu Glu Ser 
530 535 530 535 

ctt gtg tgt i::ee aaa gat oaa gee aag age era ge('^ ret gag arr tra IhHh 
Leu Val Cys Pro Lys A^p Glu Ala Lys Ser Pro Ala Pro Glu Thr Ser 
540 545 550 



g.;3(: ctq gag ag ccc aca g.ia ctg gat tct cll ttc aga ggc clg gcc 17;-'4 
Asp Leu Glu t.jln Pro Thr Glu l eu Asp Ser Leu Phe Arg Uly Leu A1a 
'■*55 560 bbb 

ctQ act gtg rag tgq gag tec tgaggggaat gggaaaggct tggtgcttce 1785 
Leu Thr Val iVln Trp Glu Ser 

570 

tCLCtgtccc taeccagtgt cacatccttg gctgtcaatc ccatg(..ctgc ccatgecaca 1845 

cactctgcqa tctggcctca gacgggtgcc cttgagagaa gcagagggag tggcatgcag 19U5 

ggcccctcicc atgggtgcgc tcctraccgg aacaaagcag catgataagg actgcagcgg 1965 

gggagctctg gggagcagct tgtgtagaca agcgcgtgct cgctgagccc tgcaaggcag 2025 

aaatgacagt gcaaggagga aatgcaggga aactccegag gtccagagcr ccaectccta 2085 

acaccatgga ttcaaagtgc tcagggaatt tgcetctcct tgccccattc ctggccagtt 2145 

tcacaatcta gctcgacaga gcatgaggcc cctgcctctt ctgtcattgt tcaaaggtgg 2205 

gaagagagcc tggaaaagaa ccaggcctgg aaaagaacca gaaggaggct gggcagaacc 2265 

agaacaacct gcacttctgc caaggccagg gccagcagga cggcaggact ctagggaggg 2325 

gtgtggcctg cagctcattc ccagccaggg caactgcctg acgttgcacg atttcagctt 2385 

cattcctctg atagaacaaa gcgaaatgca ggtccaccag ggagggagac acacaagcct 2445 

tttctgcagg caggagtttc agaccctatc ctgagaatgg ggtttgaaag gaaggtgagg 2505 

gctgtggccc ctggacgggt acaataacac actgt.actga t.gtcaraact ttgcaagctc 2565 

tgccttqggt tcagcccatc tgggctcaaa ttccagcct.c accactcaca agctgtgtga 2625 

cttcaaacaa atgaaatcag tgcccagaac ctcggtttcc tcatctgtaa tgtggggatc 2685 

ataacaccta cctcatggag ttglggtgaa gatgaaatga agtcatgt.c I ttaaagtgct. 2745 

taatagtgcc tggtacatgg gcagtgccca ataaacggta gctatttaaa aaaaaaaaaa 2805 

aaaaaaaaaa atagcggccg cctega 2831 

<210> 2 

<21]> 574 

<212> PRT 

<213'> Hijmo sapien 

<400> 2 

Met Arg ITir Leu Leu Lhr lie Leu Thr Val Gly Ser Leu Ala Ala His 

15 10 15 

Ala Pro Glu Asp Pro Ser Asp Leu Leu Gin hlis Val Lys Phe Gin Ser 

20 25 30 

Ser Asm Phe Glu Asn lie Leu Thr Trp Asp Ser Gly Pr^o Glu Gly Thr 

35 40 45 

Pro Asp Thr Val Tyr Ser He Glu Tyr Lys Thr Tyr Gly Glu Arg Asp 

50 55 60 

Trp Val Ala Lys Lys Gly Cys Gin Arg He lhr Arg Lys Ser Gys Asn 



G5 70 7b 80 

Li'U Thr Va1 Glu fhr' dly Asn leu Thr (ilu Ion Tyr \yr Ala Arq Val 

Sb ^'0 95 

Tlir Ala Val 5er Ala C.ly dly Arg Ser Ala Ihr Lys M(}t Thr Asf Arg 

100 105 110 

Plie 5er Ser I eu Gin Mis Thr Thr Leu Lys Pr^o Pro Asp Val Thr Cys 

115 120 125 

He 5er Lys Val Arg f.er He Gin Met lie Val His Pro Thr Pro Thr 

130 135 140 

Pro lie Arg Ala Gly Asp Gly His Arg Leu Thr Leu Glu Asp lie Phe 
145 150 155 160 

His Asp Leu Phe Tyr fiis Leu Glu Leu Gin Val Asn Arg Thr Tyr Gin 

165 170 175 

Met His Leu Gly G1y LyS Gin Arg G1u Tyr Giu Plie Piie Gly Leu Tiir- 

180 185 190 

Pro Asp Thr Glu Phe Leu Gly Thr He Met He Cys Val Pro Thr Trp 

195 200 205 

Ala Lys Glu Ser Ala Pro Tyr Met Cys Arg Val Lys Thr Leu Ptx) Asp 

210 215 220 

Arg Thr Trp Thr Tyr Ser Phe Ser Gly Ala Phe Leu Phe Ser Met Gly 
225 230 235 240 

Phe Leu Val Ala Val Leu Cys Tyr Leu Ser Tyr Arg Tyr^ Val Thr Lys 

245 250 255 

Pro Pro Ala Pro Pro Asn Ser Leu Asn Val Gin Arg Val Leu Thr Phe 

260 265 270 

Gin Pro Leu Arg Phe He Gin Glu His Val Leu He Pro Val Phe Asp 

275 280 285 

Leu Ser Gly Pro Ser Ser Leu Ala Gin Pro Val Gin Tyr Ser Gin He 

290 295 300 

Ar-q Val Ser Gly Pro Arg Glu Pro Ala Gly Ala Pro Gin Arg His Ser 
305 310 315 320 

Leu Ser Glu He Thr Tyr Leu Gly Gin Pro Asp He Ser He Leu Gin 

325 7^30 335 

Pr'o Ser Asn Val Pro Pro Pro Gin He Leu Ser Pro Leu Ser Tyr Ala 

340 345 350 

Pi'o Asn Ala Ala Pro Glu Val Gly Pro Pro Ser Tyr Ala Pro Gin Val 

355 360 365 

Tfir Pro Glu Ala Gin Phe Pro Phe Tyr Ala Pro Gin Ala He Ser Lys 

370 375 380 

Val Gin Pro Ser Ser lyr Ala Pro Gin Ala Ihr Pro Asp Ser Trp Pro 
385 390 395 400 

Pro Ser Tyr Gly Val Cys Met Glu Gly '\er Gly Lys Asp Ser Pro Thr 
40:. 410 415 



Lys 
Gill 



Thr- 

G 1 u 

Val 
450 



leu 

Pro 
4.35 
rhr 



46 



.eu Hi: 



Pro 
Leu 
Pro 



54t 
Set 



i. G1n Pro 
Ser 
Leu 
Pro 

r 1 r 
^> i V 

Gly 
Ala 
Phe 



Leu 

G 1 n 

Trp 
530 
Pro 



Leu 



:.er 
4-'Q 
I'ro 

' .or 

L eu 

Gly 

Ser 
500 
Pro 

Leu 

Pro 

Arg 



'.er [^r'o Lys H i s 

Ala Gly Ser ty:;, 
440 

leu Ala Met Glu 
455 

i.ily lie Cys Thr 
470 

Glu Glu Gly Tlir 
485 

Ser Val Gin lie 

Ser Gly Pro Cys 

o<:: u 

Leu Glu Ser Leu 
535 

Glu Thr Ser Asp 
550 

Gly Leu Al a Leu 

565 



Leu Arg Pro 

Met Leu Gly 

Glu Ser Gin 

A'.>p Arg Thr 
475 

Pro Gin Tyr 

490 
Glu Gly His 
505 

Ser Pro Ser 

Vdl Cys Pro 

Leu Glu Gin 
555 

Tfir Val Gin 
570 



Ivs Gly 

Gly Leu 
445 
Glu Ala 

4hO 

Ser Asp 
Leu Lys 
Pr^o Met 
Asp Gin 

f- o f- 

Lys Asp 
540 

Pro Thr 
Trp Glu 



Glu Leu Gin 
430 

Ser- Lij'U Gin 

Lys Sii'r Leu 

Pro Asn Val 
480 

Gly Gin Leu 

495 
Ser Leu Pro 
510 

Gly Pr'o Ser 

Glu Ala Lys 

Glu Leu Asp 
560 

Ser 



<:210> 
<211> 
<S!12> 
<::'13> 

<400> 
Pro Glu Asp 
1 

Asn Phe Glu 

Asp Thr Val 

3 El 

Val Ala Lys 

50 

Thr Val Glu 
65 

Ala Val Ser 

Ser Ser Leu 

Ser Lys Val 
115 



3 

211 
PRT 

Homo sapiens 
3 

Pro Ser Asp Leu Leu Gin His Val Lys Phe Gin Ser Ser 

5 10 15 

Asn lie Leu Thr Trp Asp Ser Gly Pro Glu Gly Thr Pro 
20 25 30 

Tyr :;.er He Glu Tyr Lys Thr Tyr Gly Glu Arg Asp Trp 

40 45 
Lys Gly Cys Gin Arg lie Thr Arg Lys Ser Cys Asn Leu 

55 60 
Thr Gly Asn Leu Thr Glu Leu Tyr Tyr Ala Arq Val Thr 

70 75 80 

Ala Gly Gly Arg Ser Ala Thr Lys Met Thr Asp Arg Phe 

85 90 95 

Gin flis Thr Thr Leu Lys Pro Pro Asp Val Thr Cys lie 
100 105 110 

Arg Ser lie Gin Met He Val His Pro Thr Pro Thr Pro 
120 125 



8 

He Arg Ala Gly Gly His At-g Leu Flif Leu (ilu Asp lie Phv His 

130 135 140 

Asp Leu Phi' lyr- His Leu Glu Leu Gin Val Asn Arg Thr Tyr Gin Met 
145 150 155 160 

His Leu Gly Gly Lys Gin Arg Glu Tyr Glu Phe Phe Gly Leu Thr Pro 

lb5 170 175 

Asp Thr^ Glu Phe Leu Gly Thr He Met He Cys Val Pro Thr Trp Ala 

180 185 190 

Lys Glu 5ei' Ala Pro Tyr Met Cys Arg Val Lys Thr Leu Pro Asp Arg 

I'TS 200 205 

Thr Trp llii' 
210 

^2 ! ' A 
-21 1> 6 
<212> PRT 

-213> Arti f ici al Sequence 
<22n> 

<223> Glu -Glu peptide tag 

<400> 4 
Glu Tyr Met Pro Met Glu 
1 5 

<210:-> 5 
<211> 8 
<212> PRT 

<213> Art1 Tici al Sequence 



<223'-- Flag-tag peptide 
<400> 5 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 

<210 > 6 
<;'ll ■ 699 
■:21-'- DMA 

v21.3-' Homo sapiens 



:400 ■ 6 



gaqcccagat cttc aga^jaa aactcacaca tqcccaccgt gcccagcacc tgaagijcgag t-:)0 

ggggcdCi'gt cagtcttLxt c ttcccccca aaa(:i:caagg aijaccctc at. gatctccfj^g L-O 

dcccctgriijg tca(:at.gL:gt. qgtgqtggar qtgagi:(:acg aa(]ai:i:r tgd ggtcaagttr 180 

aac t.qqt.a':q tggacggcgt qgagqtgcat aatgccaaga caaagcLgcx] gigaggagcag .^40 

tdcaacaqcd cgtaccgtgt ggtcagcigtc ctcaccgtcc tqcaccagga ctggctgaat 300 

qgcaaggaqt, acaaglgcaa ggtctccaai: aaagccctcr catcctLcat cgagaaaacc 360 

at.ct.ccaaaq ccaaagggca gccccgagaa ccacaggtgt acacciitgLC cccatcccgg 420 

qatqagct.qa ccaagaacca ggtcagcctg acctgcctqg tcaaaggctt ctatcccagc 480 

gacat.cgccg tqgagtgqga qagcaatggg cagccggaqa acaactacaa gaccacgcct S40 

cccgtgctqg actccgacgg ctccttcttc ctLtacagca agctcaccgt ggacaagagc 600 

agqtggcaqc aggggaacgt ct.tctcatg<: t.Lcgtgatgc atgaggctct gcacaaccac 660 

tacacgcaqa agagcctctc cctqtctccq ggtaaataa 699 



<riO'> 7 

<211> 1116 

<:'12> DNA 

<213> homo sapiens 

<330> 
<321> CDS 

<222> (21) . . . (557) 



<400> 7 

tcqagttaga attqtctgca atg gcc qcc ctg cag aaa tct, gtg age tct ttc 53 

Met Ala Ala Leu Gin Lys Ser Val Sen Ser Phe 

1 5 10 

ctt atg ggg acc ctg gcc acc age tge cte ctt etc ttg gcc etc ttg 101 

Leu Met Gly Thr Leu Ala Thr Ser Cys Leu Leu Leu Leu Ala Leu Leu 
15 20 25 

gta cag gga gga gca get geq eee ate age tec cae tgc agg ctt gae 149 

Val Gin Gly Gly Ala Ala Ala Pro He Ser Ser His Cys Arg Leu Asp 
30 35 40 

aag tee aac ttc cag cag cec tat ate ace aac cge acc ttc atg ctg 197 

Lys Ser Asn Phe Gin Gin Pro Tyr lie Thr Asn Arg Thr Phe Met Leu 
45 50 55 

get aag gag get age ttg get gat aac aac aca gac gtt cgt etc att. 245 

Ala Lys Glu Ala Ser ieu Ala Asp Asn Asn Thr Asp Val Arg Leu He 

60 65 70 75 



10 

(jqq gag aaa ctg ttc cac gga gtc agt alg agt gag cqc tgc tat ctg :''93 

Gly Glu Lvs I r-'j Phe His Gly Val Ser Met Ser Glu Arg Cys Tyr Leu 
80 85 90 

atg aag cag gtg ctg aac ttc acc ctt gaa gaa gtg ctg ttc cct caa 341 

Met Lys Glu Val Leu Asn Phe Thr Leu Glu Glu Val Leu Phe Pro Gin 

95 100 105 

tct gat aqg ttc cag cct tat. atg cag gag gtg gtg ccc ttc ctg gcc 389 

Ser Asp Arq Phe Gin Pro Tyr Met Gin Glu Val Val Pro Phn Leu Ala 

110 115 130 



agg etc age aac agg eta age aca tgt cat att gaa ggt gat gac ctg 

Ml LCU OC'I MOM Ml g LtrU Of I MM L.^y i» 11 I o ilC UIU Uiy M3|Z' M .5 p LfU 

125 130 135 



437 



cat ate cag agg aat gtg caa aag ctg aag gac aca gtg aaa aag ctt 485 
His He Gin Arg Asn Val Gin Lys Leu Lys Asp Thr Val Lys Lys Leu 
140 145 150 155 

gga gag agt gga gag ate aaa gca att gga gaa ctg gat ttg ctg ttt 533 
Gly Glu Ser^ Gly Glu He Lys Ala lie Gly Glu Leu Asp Leu Leu Phe 
160 165 1/0 

atg tct ctg aga aat. gcc tgc att tgaccagagc aaagctgaaa aatgaataac 587 
Met Ser Leu Arg Asn Ala Cys He 
175 

taaccceett tccctgetag aaataacaat tagatgccec aaagcgattt tttttaacca 647 

aaaggaagat gggaagccaa actceatcat gatgggtgga ttccaaatga acccctgcgt 707 

tagttaeaaa ggaaaecaat gceacttttg tttataagac cagaa-igtag actttctaag 767 

catagatatt tattgataae attteattgt aactggtgtt ctatacacag aaaacaattt 837 

attttttaaa taattgtett tttccataaa aaagattact ttccattcet ttaggggaaa 887 

aaaecectaa atagcttcat gtttccataa tcagtacttt atatttataa atgtatttat 947 

tattattata agactgeatt ttatttatat cattttatta atatggattt atttatagaa 1007 

acatcattcg atattgctac ttgagtgtaa ggctaatatt gatatttatg acaataatta 1067 

tagagctata acatgtttat ttgacctcaa taaacacttg gatatcct.a 1116 

<jlO> 8 
<311- 179 
<313- PPT 

<313:- homo sapiens 



1 1 



<4!"iO ■ 8 

Met Ala Al.i Leu Gin Lys Ser Val Ser IJ.er Phe Leu Met Gly Thr Leu 

1 5 10 15 

Ala Thr !..or' Cys Leu Leu Leu Leu Ala Leu Leu Val Gin Gly Gly Ala 

20 25 30 

Ala Ala Pi'd lie Ser Ser His Cys Arg Leu Asp Lys Ser Asn Phe Gin 

35 40 45 

Gin Pro Tyr He Thr Asn Arg Thr Phe Met Leu Ala Lys Glu Ala Ser 

50 55 60 

Leu Ala A:;.|> Asn Asn Thr Asp Val Arg Leu lie Gly Glu Lys Leu Phe 

65 70 75 80 

His Gly Val Ser Met Ser Glu Arg Cys Tyr Leu Met Lys Gin Val Leu 
85 90 95 

Mbii rue iMi^ L.eu uiu uiu v d i Leu rue ri u uiii oei mi y riie uiii 

100 105 110 

Pro Tyr Met Gin Glu Val Val Pro Phe Leu Ala Arg Leu Ser Asn Arg 

115 120 125 

Leu Ser Thr Cys His He Glu Gly Asp Asp Leu His He Gin Arg Asn 

130 135 140 

Val G1n Lys Leu Lys Asp Thr Val Lys Lys Leu Gly Glu Ser Gly Glu 
145 150 155 160 

He Lys Ala He Gly Glu Leu Asp Leu Leu Phe Met Ser Leu Arg Asn 
165 170 175 

Ala Cys He 



<210> 9 
<211> 36 
<212> DNA 

<213> Arti fici al Sequence 
<220> 

<223> Oligonucleotide prime ZC28590 
<400> 9 

ttgggtacct ct.gcaatggc cgccctgcag aaatct 36 

<210> 10 

<2n> 33 

<212> DNA 

<213> Artificial Sequence 

<220:- 



?:\'^> Oligonucleotide prime ZC28580 



•:4iii.i;> in 

ttgggat.ii.i atgcaggcat ttctcagaga cat 
<.-'l(J> 11 

•..'n> IB 
■•■.:i:'> DNA 

<;'13> Ai-tificial Sequence 

■•:':'0> 

<223> Oligonucleotide prime ZC14666 

<4IH.)> 11 
agccaccaag atgactga 

<:_'10> 12 

<:'11> 22 

<2];?> DNA 

<213> Arti fici al Sequence 



<223> Oligonucleotide prime ZC14742 

<400> 12 
tgcatttqqt agqtgcggtt ga 

<210> 13 

<211> 6 

<212> PRT 

' 213> At^t1f1i:ial Sequence 



•■-220> 



His tag 



<400> 
His Hio His 



13 

His His His 

5 



-210> 



14 




Artificial Sequence 



■'.'.'■i-- 01 igonudeotido primer ZC.;'';*?3';"i 

■:.}lll)> 14 

gaggccqg.jt, ccggttcggg ttcgggttcg gagccragat catcagacaa aactcacaca 
tgc 

-:Mn> 15 
<'11> 65 
<:'i:> DNA 

<21o> Artificial Sequence 

<;'.'3> Oligonucleotide primer ZC;i923? 
<400> 15 

cgactgactc gagtcagtga tggtgatggt gatggccacc tgatccttta cccggagaca 

gggag 

<,:ii> 37 

<.'^l;?> DNA 

<,^13> Artificial Sequence 
<3r(.i> 

<;''33> Oligonucleotide primer ZC39319 
<400> 16 

atcggarittc gcagaagcca tggcgtggag ccttggg 

<31U> 17 
<il> ?8 
<;'i;'> DNA 

•.I'13> Artificial Sequence 
•':\''ij> 

'-.'',''3> Oligonucleotide primer ZC39325 

•:40l)> 17 
cagtggatrc ggaggggacc gtttcgtc 



Jl-;)> 18 



14 







'11 ■ 


6t"i0 










'l:':- 


[IN A 










'i;-: • 


H(.ifno sapiens 






Tl):- 












"■; ' 1 : • 


C;i.)5 








< 


■) ■ ) ■ 1 - , 


( 1). 


. (660) 




<400- 


18 






atq gcg 




agt 


ctt 


ggg 


Met 


Ala 


Jro 

h 


Sor 


Leu 


Gly 


1 








5 




gca 


tty 




d ly 


y i-d 


cca 


Ala 


Leu 


Gly 


Met 


Val 


Pro 








20 






aat 


ttc 


aag 


aac 


att 


eta 


Asn 


Phe 


tys 
35 


Asn 


He 


Leu 


aac 


CtQ 


act 


ttc 


aca 


get 


Mo [ 1 


1 Oil 
L L \J 


Ttir 


Phe 


Thr 


Ala 




50 










aaa 


tgc 


atg 


a. it 


act 


acc 


Lys 


Cys 


Met 


Asn 


Thr 


Thr 


65 










70 


a.aq 


tat 


ggt 


gac 


c ac 


ac'i 


Lys 


Tyr 


G 1 y 


Asp 


His 


Thr 


cat. 


tea 


gac 


tgq 


g ta 


aac 


His 


Ser 


Asp 


Trp 


Val 


Asn 








100 






att. 




CCl": 


cct 


gga 


atq 


He 


Gly 


Pro 


Pro 


Gly 


Met 






115 









10 



15 



25 



30 



40 



45 



55 



60 



75 



80 



90 



105 



110 



48 



144 



192 



240 



288 



33b 



384 



120 



12 



atg cgt ttc tta gee: cct aaa att gag aat 'laa tac gaa act tgg act 432 
Met Arg Ptie Leu Ala Pro Lys He Glu Asn Glu tyr- Glu Thr Trp Thr 



15 



130 



13o 



140 



dtq aag aat gtg tat aac tea tgg act tat aat gtg caa tac tgg aaa 
Met Lys Asri Val Tyr Asn Ser- Trp Thr Tyr- A':,n Val Cln Tyr' Trp Ly:^ 
145 150 155 160 



4R0 



aac ggt act gat gaa aaq ttt caa att act ccc cag tat gac ttt gag 
A-.n Gly Thr Asp G1u lys Phe Gin lie Thr Pro Gin Tyr Asp Phe Glu 
165 170 175 



5L'8 



gtr etc aqa aac ctg gag cca tgg aca act t.:it tgt gtt caa gtt cga 5/6 
Val Leu Ar-g Asn Leu Glu Pro Trp Thr Thr Tyr Cys Val Gin Val Arg 
180 185 190 

gqQ ttt ctt cct gat egg aac aaa get ggg gaa tgg agt gag cct: gtc 6;M 
Gly Phe Leu Pro Asp Arg Asn Lys Ala Gly Glu Trp 5er Glu Pro Val 
195 200 205 



tgt gag caa aca acc cat gac gaa acg gtc ccc tec 
Cys Glu Gin Thr Thr His Asp Glu Thr Val Pro Ser 
210 215 220 



660 



<210> 


19 


<211> 


2:.'0 


<212> 


PRl 


<2i:3> 


Hi imo 



<400> 19 

Mti't Ala Trp Ser' Leu Gly Ser Trp Leu Gly Gly Cys Leu Leu Val Ser 

1 5 10 15 

Ala Leu Gly Met Val Pro Pro Pro Glu Asn Val Arg Met Asn Ser Val 

2i) 25 30 

A'r.n Phe Lys Asn He Leu Gin Trp Glu Ser Pro Ala Phe Ala Lys Gly 

35 40 45 

Asn Leu Tlir- Plie Thr Ala Gin Tyr Leu Ser Tyr Arg He Phe Gin Asp 

50 55 60 

Lys Cys Met A'.ri Thr Thr Leu Thr Glu Cys Asp Phe Ser Set^ Leu Ser 
65 70 75 80 

Lys lyr Gly A'..p His Thr Leu Arg Val Arg Ala Glu Pne Ala Asp Glu 

85 90 95 

His Ser A'.p Trp Val Asn lie Thr Phe Cys Pro Val Asp Asp Thr He 
l:iU 105 110 



16 

He Gly Pro Pro Gly Met Gin Val Glu Val Leu Ar.p Asp Ser Leu His 

115 120 125 

Met Arg Phe Leu Ala Pro Lys lie Glu Asn Glu lyr Glu Thr Trp Thr 

130 135 140 

Met Lys Asn Val Tyr Asn 5er Trp Thr Tyr Asn Val Gin Tyr Trp Lys 

145 150 155 160 

Asn Gly Thr Asp Glu Lys Phe Gin He Thr Pro Gin Tyr Asp Phe Glu 

165 170 175 

Val Leu Arg Asn Leu Glu Pro Trp Thr Thr Tyr Cys Val Gin Val Arg 

180 185 190 

Gly Phe Leu Pro Asp Arg Asn Lys Ala Gly Glu Trp Ser Glu Pro Val 

195 200 205 

Cys Glu Gin Thr Thr His Asp Glu Thr Val Pro Ser 

o -1 ri O T r- O O n 

iLi^J i-l'J ^-W 

<210> 20 
<211> 18 
<212> DNA 

<213> Arti f 1 ci al Sequence 
<220> 

<223> Oligonucleotide primer ZC38931 

<400> 20 
acaaagccgc gggaggag 

<210> 21 
<211> 82 
<212> DNA 

<213> Ar'ti fici al Sequence 
<220> 

<:223> Oligonucleotide primer ZC39042 
<40Q> ,.'1 

ctgactcqaq tcagtgatgg tgatggtgat ggccacctga tccggaacca cgcggaacca 60 
gtttacccgg a'jacagggag ag 82 

--;2in> 22 

<.:il> 1428 

<212> DNA 

<213> Arti f 1 ci al Sequence 



18 



17 



(!)...( 1428) 

''2/3> (Rl-2^4 e/ tracel 1 ul ar cytoinne binding domain fuseij 
tC) IqGgl with a 5 -HIS tag 

<4(.)0^ ?2 

atg gcg f.gi] aqt ctt gqg age tgg ctg ggt ggc tgc ctg ctg gtg tea 48 

Met Ala Trp Sen Leu Gly Sen Irp Leu Gly Gly Cys Leu Leu Val Ser 

1 5 10 15 



gca ttg gga atg gta era cct ccc gaa aat gtc aga atg aat tct gtt 96 
Ala Leu Gly Met Val Pro Pro Pro Glu Asn val Ar-y HeL Asr^i Ser Vai 
20 25 30 



aat ttc aag aac att eta cag tgg gag tea ect get ttt gcc aaa ggg 144 

Asn Phe Lys Asn He Leu Gin Trp Glu Ser Pro Ala Phe Ala Lys Gly 

35 40 45 

aac ctg act tte aea get eag tac eta agt tat agg ata tte caa gat 192 

Asn Leu "I'hr Phe Thr Ala Gin Tyr Leu Ser Tyr Arg lie Phe Gin Asp 
50 55 60 

aaa tgc atg aat aet ace ttg aeg gaa tgt gat ttc tea agt ctt tec: 240 

tys Cys Met Asn Thr Thr Leu Thr Glu Cys Asp Phe Ser Ser Leu Ser 

65 70 75 80 

aag tat ggt gae eac ace ttg aga gtc agg get gaa ttt gca gat. gag 288 

Lys Tyr Gly Asp His Thr Leu Arg Val Arg Ala Glu Phe Ala Asp Glu 

85 90 95 

cat tL<i gac t'lg gta aac ate ace ttc tgt cct gtg gat gac ace att 336 

His Ser' Asp Trp Val Asn He Thr Phe Cys Pro Val Asp Asp Thr He 

100 105 110 

att gga ccc ect gga atg caa gta gaa gta ctt gat gat tct tta cat 384 

He Glv Pr.) Pr^o Gly Met Gin Val Glu Val Leu Asp Asp Ser Leu His 

US 120 125 



atg cgt ^.t^: tta g'.c: cct aaa att gag a.-^t gaa tac: gaa act tgg act 
Met Arg Phe Leu Ala Pro Lys He Glu AoU Glu Tyr Glu Thr Trp Thr 
130 135 140 



432 



18 



aLg aag aat gig tat aac tea tgg act tat aat gtg caa tac tgg aaa 
MpL Lys Asn Val Tvr Asri Ser Trp Ihr^ Tyr Asn Val ("Jn lyr trp Lys 
Mo ISO 155 160 



480 



a.iL qqt act gat gaa aag ttt caa att act rcc cag tat gac ttt gat] 
Acri (]ly Thr Acp Glu Lys f'he (tin He Thr Pro Gin "fyr Asp f'[>' Glu 
lb5 170 



5. '8 



gt.t: cti: aga aac ctg gag cca tgg aca act tat tgt gtt caa gtt (.ga 
V.il Leu Arg Asn Leu Glu Pro Trp Thr Thr Tyr Cys Val Gin Val Arg 
180 185 190 



gqg ttt rtt cct gat egg aac aaa get ggg gaa tgg dgt gag cct gtc 
Gly Phe Leu Pro Asp Arg Asn lys Ala Gly Glu Trp 5er Glu Pro Val 
195 ?m 205 



tgt gag caa aca ace eat gac gaa acg gtc cec tec gga tec ggt teg 
Cys Glu Gin Tfir Thr His Asp Glu Thr Val Pro Ser Gly Ser Gly 5er 
210 215 220 



6/: 



ggt teg ggt teg gag cec aga tea tea gac aaa act cac aca tgf..: cca 
Gly Ger Gly Ser Glu Prc> Arg Ser Ser Asp Lys Tfir His Thr Cyc Pro 
225 230 235 240 



720 



ceg tgc cca gcd cct gaa gee gag ggg gea ccg tea gtc ttc etc: tte 
Pr^o Cys Pro Ala Pro Glu Ala Glu Gly Ala Pro Ser Val Phe Leu Phe 



245 



768 



ec:c cca aaa cec aag gac ace e:te atg ate tec (:gg acc cct gag gtc 
PrC' Pro Lys Prc) Lys Asp TLir l eu Met, He Ser- Ai^g Lhr Pro Glu Val 
260 265 270 



816 



aca tgc gtg gtg gtg gac gtg age cac gaa gac ecT. gag cite aa^i ttc: 
Tnr Cys Val Val Val Asp Val Ser His Glu Asp ?ro Glu Val Ly . Phe 
275 280 285 



864 



a.jc: tgg tai: gtg ga^: gge gtg gac] gtg cat aat g^o: aag aca aag c:cg 
Asn Lrp lyr Val Aso Gly Val Glu Val His Asn Ala 1 ys Thr Ly. Pro 



90 



"-)5 



300 



9L2 



cg^i gag ciag (::ag ta': aa^: a^ie acg tac cgt gtg gtc ac^c gtc etc ace 960 
Arg Glu Glu Gin T/r Asn Ser Thr~ Tyr Arg Val V:il Ser Val Leu Thr 



19 



310 



315 



3?0 



qLc ctg cac cag qac tqq i:Lq aat ggc aag gag tac aag tqc aag gtc 
Val Leu His Gin Asp li"p Leu Asn Gly Lys Glu Tyr Lys Cy:". Lys Val 
3:;'5 330 33f> 



1008 



tec aac aaa gee etc cea tec tec ate gag aaa aec ate tec aaa gee 
See Asn Lys Ala Leu Pro 3er Sei lie Glu Lys The He See Lys Ala 
340 345 350 



105h 



aaa ggg cag cec cga gaa cea cag gtg tae aec ctg ecc cea tec: egg 
Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser' Arg 
355 360 365 



1104 



gat gag ctg ace aag aac cag gtc age ctg aec tgc ctg gtc aaa ggc 
Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly 
370 3/5 380 



115:: 



tte tat ecc age gac ate gee gtg gag tgg gag age aat ggg cag ceg 
Phe 4yr Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro 
385 390 395 400 



I? 00 



gag aac aac tac aag ace aeg cet ecc gtg ctg gae tec: gae ggc tee 
Glu Asn Asn Tyr lys Thr Thr Pi'o Pro Val Leu Asp Ser Asp Gly Ser 
405 410 415 



l:.'48 



tte tte etc tae age aag etc ace gt.g gac aag age agg tgg cag cag 
Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin 
420 4?5 430 



1296 



ggg aac gtc tte tea tgc t.cc gtg atg cat gag get ctg cac aac cae 
Gly Asn Val Phe Ser Cys Ser Veil Met His Glu Ala Leu His Asn His 
435 440 445 



1344 



tac acq cag aag age etc tec ctg tet ccg ggt aaa ctg gtt ceg egt 
Tyr Thr Gin Lys Ser Leu Set^ Leu Ser Pro Gly Lys Leu Val Pro Arg 
450 ■155 460 



1392 



ggt tec gga tea qgt ggc cat cac eat cac cat cae 
Gly Ser Gly Ser Gly Gly His His His His His His 



Alt'] 



475 



14. 



• 



20 



.'no - .'3 

n\ ■ 476 
21.:' - ['RT 

llijmo sapiens 



Met 
1 

Ala 

Asn 

Asn 

Lys 

65 

Lys 

His 

He 

Met 

Met 
145 
Asn 

y,ii 

Gly 

Cys 

Gly 
225 
Pro 



•-40i" 
Alj Tri: 



1 '.er 



Leu Gly 

Phf Lys 
35 
Leu Iht' 
50 

Cys Mel 

Tyr Gly 

Set^ Asp 

Gly Pro 
115 
Arq Phe 
130 

Lys Asn 
Gly Thr 
Leu Arq 
Phe Leu 

r:)5 

Gill Gin 
210 

Set' Glv 



Pr 



Cy. Pro 
Prn Lys 



J V J . 



Met 

20 

Asn 

Phe 

Asn 

Asp 

Irp 
100 
Pro 

Leu 

Val 

Asp 

Asn 
180 
C'ro 

rhr 

2er 

Ala 



Leu 

5 
Val 

lie 

Thr 

Thr 

His 

85 

Val 

Gly 

Ala 

Tyr 

Glu 
165 
Leu 

A'ip 

Tlir 

Glu 



Gly 

Pro 

Leu 

Ala 

Thr 

70 

Thr 

Asn 

Met 

Pro 

Asn 
150 
Lys 

Glu 

Arq 

His 

F'ro 
230 



'>er 

Pro 

Gin 

Gin 

56 

Leu 

Leu 



Gin 

Lys 
135 
2er 

Phe 

Pro 

Asn 

Asp 
215 
Arg 



Trp 

Pt^o 

Trp 

40 

Tyr 

Thr 

Arg 

Thr 

Val 
120 
1 1 e 

Trp 

Gin 

Trp 

Lys 
200 
G 1 u 



Leu 

Glu 

25 

Glu 

Leu 

Gl u 

Val 

Phe 
105 
Glu 

Glu 

Thr 

lie 

Thr 
185 
Ala 

"Ihr 



:..er :. ,er 



Pro 
260 



Pro 
245 
Lys, 

\/ 3i 



Ala Glu Gly 
Thr leu Met 
Val 

Asn Trii Tyr Val Asp Gly Val 



J I u 



Asp 



A<: r, 



Gly 

10 

Asn 

Ser 

Ser 

Cys 

Arg 

90 

Cys 

Val 

Asn 

Tyr 

Thr 
170 
Thr 

Gly 

Val 

Asp 

Ala 
250 
He 



2 " '"I 



2'80 
Glu 



2b5 
Hi '■^ 



Val 



Gly Cys 

Val Arg 

Pro Ala 

Tyr Arg 

60 
Asp Phe 
75 

Ala Glu 

Pro Val 

Leu Asp 

Glu Tyr 
140 

Asn Val 
155 

Prc) Gin 

lyr Cys 

Glu Irp 

Prij ':.er 
220 

Lys Ihr 

235 

Pro Ser 

Ser Arg 

Asp F'ro 



Leu Leu Val 
15 

Met Asn Ser 
30 

Phe Ala Lys 
45 

He Phe Gin 



Ser 
Val 
Gly 
Asp 



Ser^ Ser Leu Ser 
80 
Glu 



Gill 
Hi s Asn Ala 



Phe Ala Asp 
95 

Asp Asp Thr 

110 
Asi"> Ser Leu 
125 

Glu Thr Trp 

Gin Tyr Trp 

Tyi^ Asp Phe 
175 

Val Gin Val 
190 

Ser Glu Pro 

205 

Gly Ser Gly 
hi is Thr Cys 

Val Phe Leu 

255 

rhr Pro Glu 

270 
Glu Val Lys 
285 

Ly^ Thr Lys 



He 

His 

Thr 

Lys 
160 
Glu 

Arg 

Val 

SiOr 

Pro 
240 
Phe 

Val 

Phe 

Pro 




21 



300 



Ar^g Gill IjIli U]n J^r Asn 3er- ]l\r Tyr Arg Val V.il Sor- Val Leu Tfit~ 
305 310 31b 330 

Val Leu Hi", din A':,p Lrp leu Asn Gly Lys Glu Tyr- Lys Cys Lys Val 

3:'b 330 335 

Ser Asd Lys Ala Leu Pro '.er Ser lie Glu Lys Thr lie Ser Lys Ala 

340 345 350 

Lys Gly Glu Pro Arg Glu Pro Gin Val Tyr Thr Leu Pre pro Ser Arg 

355 360 365 

Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly 

370 3/5 380 

Phe Tyr Pro Ser Asp He Ala Val Glu Trp Glu Ser Asn Gly Gin Pro 
385 390 395 400 

Glu Asn Asn lyr Lys Thr I'hr Pro Pro val Leu A:>p Sei Asp Gly Ser 

405 410 415 

Phe Phe leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin 

420 425 430 

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His 

435 440 445 

Tyr Thr' Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys Leu Val Pro Arg 

450 455 460 

Gly Ser Gly Ser Gly Gly His His His His His His 
465 470 475 

<310> 24 
<211> L.3 
<212> DNA 

<213> Artifii::ial Sequence 




0 1 1 got luc 1 eot i de pri mer ZC29328 



<400> 24 
tcagaggqat ceg' 
tgc 



ggti 



i:ggg ttcgggttcg gagceeagat catcagacaa aactcacaca 



60 
63 




■213:> Artificial Sequenire 



220 • 

233 - ijl igonucleotide pnmer Zl:29231 



<4no> r'-^ 

cgactgactx: gLiqctactcc ataggcatat actcgccacc tgatccttta cccggagaca 60 
gggag 65 



DNA 

-r;i;>' Artificial Sequence 

<r';"'3> Oligonucleotide primer ZC39335 

atcggaattc gcagaagcca tgaggacgct gctgaccatc ttgactgtgg ggtccctggc 60 
tgctcacgcc 70 

<J10> :7 
<:'11> Hh 
<212> DNA 

<:^'13> Ai'tificial Sequence 

<:':"'0> 

<."\'^3> Oligonucleotide primer ZC28981 
<40r):^ 

tttgggrtcc ctqagctctg gtggaa 26 

<?\0> r& 
<211:> 80 
-2i:'> DNA 

•:/13^' Artificial Sequence 



•■^JJo> Oligonucleotide primer ZC39043 
•^400 > :"'8 

ctgactcgag ct.ac:tccata ggcatatact cgccacctga tccggaacca cgcggaacca 60 
gtttacr:r.g<_i ag.3cagggag 80 



/II > 1452 
212 > [)NA 



2^ 



'l.^?--' Ar t i f 1 c 1 .^l Sequence 

h.'i/ytorll extracellular cyt.okine binding domain 
fuocd to IqGgl with a Gln-Glu tag 

\"'1> CDS 

12^^' ( 1). . . (1452) 



<40(.)- 






























atg agg 




ctq 


ctq 


acc 


ate 


ttq 


act 


qtq 


qqa 


tec 


ctg 


qrt 


act 


cac 


48 


Met Arg 


Thf^ 


Leu 


Leu 


Thr 


He 


Leu 


Thr 


Val 


i^^ V 

V„J 1 J 


Ser 


Leu 


Ala 


Ala 


His 




1 






5 










10 










15 






gcc cct 


gag 


q 


c cc^ 


tra 


gat 


eta 


etc 


caq 


c ac 


ota 


aaa 


ttc 


cag 


tec 


96 


Ala Pro 


G 1 u 


Asp 


Pro 


Ser 


Asp 


Leu 


Leu 


Gl n 


His 


Val 


Lvs 


Phe 


Gin 


Ser 








20 










25 










30 








age aac 


ttt 


Q d a 


aac 


ate 


eta 


ac g 


tqq 


qac 


aqe 


qqq 


cc a 


qaq 


qqr 


acc 


144 


Ser Asn 


Plie 


G 1 u 


Asn 


He 


Leu 


thr 


Tro 


Asp 


Ser 


Gl V 


Pf^O 


Glu 


Gl V 


Thr 






35 










40 










45 










cca gac 


acq 


qtc 


tac 




ate 


0 a a 


tat 


a aq 


acq 


tac 


qqa 


aaa 


aqq 


aae 


192 


Pro Asp 


Thr 


Val 


Tv r 


Ser 


He 


Gl u 


T vr 

1 y 1 


[ vs 


Thr 


tvr 


Gl V 


Glu 


Arq 


Asp 




50 










55 










60 












tgg gtg 


qr a 


aa'-i 


aaq 




tat 


r an 


cqq 


ate 


a c c 


("aa 


aag 


tec 


tqr 


aac: 


240 


Trp Val 


Ala 


Lys 


Lys 


Gly 


Cys 


Gin 


Arg 


1 1 e 


thr 


Arg 


Lys 


Ser 


Cys 


Asn 




65 








70 










75 










80 




ctg acg 


gt.(.] 


q.iq 


acq 


ggc 


aac 


etc 


acg 


gag 


r tC: 


tac 


tat 


gcc 


agq 


gt-:: 


288 


Leu Thf- 


Val 


Glu 


Thr 


Gly 


Asn 


Leu 


Thr 


G 1 u 


Leu 


Tyr 


Tyr 


Ala 


Art:] 


Val 










8o 










90 










95 






acc get 


qt.e 


aqt. 


gcq 


gga 


gqe 


egg 


tea 


gcc 


acc 


aag 


atg 


act 


gac 


agq 


336 


Thr Al.i 


V ri 1 




Aid 


Gly 


Gly 


Arg 


Ser 


Ala 


Thr 


Lys 


Met 


Thr 


AST' 


Ac:] 








100 










105 










110 








ttc age 


tc.t 


Ctq 


caq 


cac 


act 


acc 


etc 


aag 


cca 


cct 


gat 


gtg 


ace 


tqt 


384 


Phe Ser 


'."lef^ 




Gin 


His 


Thr 


Lhr 


Leu 


Lys 


Pro 


F'ro 


Asp 


Val 


Tnr- 


Cys 






1 15 










i?n 










i;.'5 










ate tec 


aaa 


qt.q 


aga 


teg 


att 


cag 


atg 


att 


gtt 


cat 


cct 


acc 


eee 


acg 


432 



He "er Lys Val Ar g Ser^ He Uln Met He Vdl His Pro Thr Pr^o Ifu" 

P:;0 135 140 

C(:d -it.':: rqt gca ge^L gat ggc ^ac egg eta aee etg gaa gae ate: ttc 480 

Pro He Arg Ala Gly Asp Gly His Arg Peu Thr L(mj Glu Asp [le Phe 

145 150 I5o 160 

cat gar etg ttc tai: rac tt.a gag etc eag gte aac cge aec ta<: caa 538 

His Asp Leu Phe Tyr His Leu Glu Peu Gin Val Asn Arg Thr Tyr Glri 

165 1/0 175 

atg car ctt gga ggg aag eag aga gaa tat gag ttc ttc ggc etg ace 5/6 

Met His Leu Gly Gly Lys Gin Arg Glu Tyr Glu PLie Phe Gly Leu Thr 

180 185 190 

cct qac aca gag ttc ett ggc acc ate atg att tgc gtt cec acc tgg 6:"'4 

Pro Asp Thr Glu Phe Leu Gly Thr lie Met He Cys Val Pro Thr Trp 

195 200 205 

gcc aag gag agt gcc ecc tac atg tgc cga gtg aag aca etg eca gae 672 

Ala Lys Glu Ser Ala Pro Tyr Met Cys Arg Val Lys Thr Leu Pro Asp 

210 215 220 

egg aca tgg aec gga tec ggt teg ggt teg ggt teg gag cec aga tea 720 

Arg Thr Frp Thr Gly Ser Gly Ser Gly Ser Gly Ser Glu Pro Arg Ser 

225 230 235 240 

tea gae aaa act cae aca tgc cca ceg tgc cca gc.a cct gaa gcc 'lag 7e8 

Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Glu 

ggg gca ceg tea gte ttc: etc ttc: cce eca aaa e^.e: aag gae acc etc 8L6 

Gly Ala Pr'u S*?r Val Phe Peu L'he Pro F'r.j Lys Pr^o Lys Asp Thr Leu 

260 265 270 

atg ate tec: egg acc cct. gag gte aca tgc: gtg gtg gtg gae gtg cig^:: 8o4 

Met lie Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser 

2/5 280 285 

eac gaa ga-:.: ect gag gte aag ttc aae tgg ta:: gte] gae. eige gtg gag 912 

His Glu Asp ^'ro Glu Val lys Phe Asn Trp Tyr V.il Asp Gly Val Glu 

290 295 3uO 



gtg cat aal qcc cnq ac.i aaq ccg eg'.] ijag gag caq tac aac age acg 
Val His Asn Ala Lys Thr [ys Pro Arg Glij Glu Gin Tyr^ Asii Ger Thr 
305 310 31-. 330 



9hO 



t ac cgt gtg gtc agi: i^ti: etc: acc gtc ctg ca^.: rag gar tgg i; tg aat 
Tyr Arg Val Val Ser Val Leu Thr Val Leu Hr. Gin Ar.p Trp Len A:.n 
335 330 335 



1(108 



ggc aag gag tac aag tgc aag gtc tee aac aaa gee etc cca {o: tec 
Gly Lys Glu Tyr' Lys Cys Lys Val Ser A-:.n Ly. Ala Leu Pro Ser Ser 
340 345 350 



Kisti 



ate gag aaa acc ate tec aaa gee aaa gqg eag ecc cga gaa cca cag 

T 1 .-^ T I -ri . . T n _ n _ - i , ^ /\ i _ i - n i r- T • rx^ a ^ n 1 , . -n ^^^ ^ 

lie yj \U L y ':. I I H l l Of I L y Mia L y 3 U \ y U I I I r MJ mi '-^ u i L( r i ^J u i i i 



355 



360 



365 



1104 



gtg tac acc ctg cce cca tec egg gat gag ctg acc aag aac cag gtc 
Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu ihr Lys Asu Gin Val 
370 3/5 380 



11' 



age ctg acc tgc ctg gtc aaa ggc ttc tat cce age gac ate gcc gtg 
Ser Leu Thr Gys Leu Val Lys Gly Phe lyr Pn> Ser Asp lie Ala Val 
385 390 395 400 



1300 



gag tgg gag auc aat ggg cag ccg gag aac aac tac aag acc acg ci:t 
Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
405 410 415 



1348 



cce gtg ctg qar tec gac ggc tec ttc: ttc etc tac age aag etc acc 
F'rci Val Leu A;.p Ser Asp Gly Ser Phe Phe Leu Tyr Set^ Lys Leu Ttir 
430 435 430 



1396 



gtg gac: aag aq-: agg tgg cag cag ggg aac gtc: t.tc tea tgc tec gtg 
Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val 
435 440 445 



1344 



atg eat gag get ctg eac aac cac tac acg caq aag age etc; tee ctg 
Met His Glu Ala Leu His Asn His Tyr Thr Gin [ys Ser Leu Ser Leu 
450 455 460 



1393 



Let ccg got aaa ctg gtt ccg cgt ggt t:ec: qq i tea ggt gge gag tat 
Ser Pro Gly Lys Leu Val Pro Arg Gly Ser IjIv Ser' Gly Glv Glu Tvr 
4o;i 470 47o 480 



1440 





26 



atg 



cot atg gag 



14b2 



Met Pro Met C.lu 



■•.210 • 30 

1]-- 484 
•■:212' - PRT 

<:'L3> Artificial Seciuence 
<r'20> 

<2'23"- hzcytorll extracellular cytokine binding domain 



Met Arq Thr Leu Leu Thr He Leu Thr Val Gly Ser Leu Ala Ala His 

15 10 15 

Ala Pro Glu Asp Pro Ser Asp Leu Leu Gin His Val Lys Phe Gin Ser 

20 25 30 

Ser Asn Phe Glu Asn He Leu Thr Trp Asp Ser Gly Pi^o Glu Gly Thr 

35 40 45 

Pro Asp Thr Val Tyr Ser He Glu Tyr Lys Thr Tyr Gly Glu Arg Asp 

50 55 60 

Trp Val Ala Lys Lys Gly Cys Gin Arg He Thr Ai^g Lys Ser Cys Asn 
65 70 75 80 

Leu Tfir Val Glu Thr Gly Asn Leu Thr Glu Leu Tyr Tyr Ala Arg Val 

85 90 95 

Thr Ala Val Ser Ala Gly Gly Arg Ser Ala Thr Lys Met Thr Asp Arg 

100 105 110 

Phe Ser Ser leu Gin His Thr Thr Leu Lys Pro Pro Asp Val Thr Cys 

115 120 125 

He Ser Lys Val Arg Ser He Gin Met He Val His Pro Thr Pro Thr 

130 135 140 

Pro Ho Arg Ala Gly Asp Gly His Arg Leu Thr Leu Glu Asp He Phe 
145 150 155 160 

His Asp Leu Phe Tyr His Leu Glu Leu Gin Val Asn Arg Thr Tyr Gin 

165 170 175 

Met His Leu Gly Gly Lys Gin Arg Glu Tyr Glu Phe Phe Gly Leu Thr 

180 185 190 

Pro A'.p Thr Hln Phe I eii Gly Thr He Met He Cys Val Pro Thr Trp 

19-;. 200 205 

Ala Lvs Glu Sor Ala Pro Tyr Met Cys Arg Val Lys Thr Leu Pro Asp 



fused to lyGgl w i lii 



<;400> 30 



,•'10 :'15 ."20 

Arg Itir Jrp Thr Gly :,er- Gly Sen Gly '"^.er Gly [-t^r GUi Pr'o Arg ''.er 

:'30 :''3'3 .'40 

':ier Asp Ly. Fhr His Thr i^y:;, Fro Fro i ys F'ro Ala Pro Glu Ala lilu 

245 250 255 

Gly AG.i \'ro Ger Val Phe Leu F'he Pro Pro Lys I'ro Lys Asp Thr Leu 

2'hO 265 270 

Met lie 5er Arg Thr Pro G1i.i Val Thr ( ys Va! Vdl Val Asp Val Ger 

,"'/5 280 285 

His Glu Asp F'ro Ghj Val Lys Phe Asri Trp Tyr Val Asp Gly Val Glu 

290 295 300 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Fhr 

305 310 315 320 

lyr Arg Vai Val Ser Val Leu Thr Val i eu His Gin Asp Trp Leu Asn 

325 330 335 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ser Ser 

340 345 350 

lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin 



355 



360 365 



Val Tyr Thr L.eu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val 

370 375 380 

Ser Leu "Fhr Cys Leu Val Lys Gly f'he Tyr Pro Ser Asp He Ala Val 

385 390 395 400 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Fyr Lys Thr Thr Pro 

405 4L0 415 

Pro Val Feu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 

420 ' 425 430 

Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val 

435 440 445 

Met His. Glu Ala Leu His Asn His Tyr Fhr Gin Lys Ser Leu Ser l_eu 

450 455 460 

Ser Prri Gly Lys Leu Val Pro Arg Gly Ser Gly Ser Gly Gly Glu Tyr 

465 470 475 480 
Met Pn.i Met Glu 



10:- 31 
Fl> 22 
F2> DNA 

13' Art"iFicial Sequence 



•;227v' Oligonucleotide primer Z'.;3759.3 



28 



ccccaqai ji : qiitctacagc at 



li):- 



UNA 

''> •■ Ai'ti f icial Sequence 



'11:- 



3:- Oligonucleotide primer ZC37449 



•-I0i)> 3;.;' 
gggtcagqcc gaagaacica LaL 



Met 
I 

Asn 

Phe 

Asn 

Asp 

65 

Trp 

Pro 

Leu 

Val 

Asp 
145 
Asn 



<;.'io> 
<;".'ll> 
<.n> 

<'13> 

<400> 
Val Pro 

He Leu 

Tht- Ala 

35 
Thr Thr 
50 

His Thr 

Val Asn 

Gly Met 

Ala Pro 
115 
Tyr Asn 
130 

Glu Lvs 



33 

199 

PRT 

Homo sapiens 



Pro 

Gin 

30 

Gin 

Leu 

Leu 

lie 

C i 1 n 
100 

Lys 

3er 



Phe 
Leu Glu Pro 



Pro Glu 
5 

Trp Glu 

Tyr Leu 

Thr Glu 

Arq Val 
70 
Thr Phe 
85 

Val Glu 

He Glu 

Trp Thr 

Gin lie 
150 
Trp Thr 
lo5 



Asn Val Arg 

Ser Pro Ala 

25 

Ser Tyr Arg 
40 

Cys Asp Phe 
55 

Arg Ala Glu 

Cys Pro Val 

Val Leu Ala 
105 

Asn Glu Tyr 
120 

Tyr Asn Val 
135 

Thr Pro Gin 

Thr Tyr Cys 



Met Asn 
10 

Phe Ala 
He Phe 



Ser Ser 



Phe Ala 
75 
Asp Asp 
90 

Asp Ser 

Glu Thr 

Gin Tyr 

Tyr Asp 
155 
Val Gin 

IVO 



Ser Val Asn 

Lys Gly Asn 
30 

Gin Asp Lys 
45 

Leu Ser Lys 
60 

Asp Glu His 

Thr lie He 

Leu His Met 
110 

Trp Thr Met 
125 

Trp Lys Asn 
140 

Phe Glu Val 
Val Arq Gly 



Phe Lys 
15 

Leu Thr 

Cys Met 

Tyr Gly 

Ser Asp 

80 
Gly Pro 

95 

Arg Phe 

Lys Asn 

Gly Thr 

Leu Arg 
160 
Phe Leu 
17-3 



Pro Asp Arg Asn Lys Ala Gly Glu Ti-p Ser (iln Pfo Val Cys Glu Gin 

180 185 190 
Thr Thr' Hi-, A,p Glu Thr Vdl 
19-.I 

<-:iO> 34 

<;'ll> ;'ll 

<l? ■ f'RT 

<:"'13 - Homo sapiens 

<400> 34 

Ser Asp Ala His Gly Thr Glu Leu Pro Ser Pro Pro Ser Val Trp Phe 
15 10 15 

r^T.. ^ 1 ^ r--} . r>i,. _ ni ii-^ TH^ i^.. ii-:^ T.^^ TU^ Piv-,^ f\ r~ ^ 

U I L4 Mid UIH rilU nie nio n l :i i l LfU l l i :i lip iin r i u- iie riu r^o i i 

20 25 30 

Gin Ser Glu Ser Thr Cys Tyr Glu Val Ala Leu Leu Arq Tyr Gly He 

35 40 45 

Glu Ser Trp Asn Ser He Ser Asn Cys Ser Gin Thr Leu Ser Tyr Asp 

50 55 60 

Leu Thr Ala Val Thr Leu Asp Leu Tyr His Ser Asn Gly Tyr Arg Ala 
65 70 75 80 

Arg Val Arg Ala Va"! Asp Gly Ser Arq His Ser Asn Trp Lhr Val Thr 

85 90 95 

Asn Thr Arg Phe Ser Val Asp Glu Val Thr Leu Thr Val Gly Ser Val 

100 105 110 

Asn Leu Glu He His Asn Gly Phe He Leu Gly Lys He Gin Leu Pro 

115 120 125 

Arg Pro Lys Met Ala Pro Ala Asn Asp Thr lyr Glu Ser He Phe Ser 

130 135 140 

His Phe Arg Glu Tyr Glu He Ala He Arg Lys Val Pro Gly Asn Phe 
145 150 155 160 

Thr Phe Thi^ IHs Lys Lys Val Lys His Glu Asn Phe Ser Leu Leu Thr 

165 170 175 

Ser Gly Glu Val Gly Glu Phe Cys Val Gin Val Lys Pro Ser Val Ala 

180 185 190 

Ser Arq Ser Asn Lys Gly Met Trp Ser Lys Glu Glu Cys He Ser Leu 

195 200 205 

Thr Arq Glti 
210 



<2ln-- 35 
<211 • 201 
<;212:- PRT 



30 



•'■213> Worn) sapiens 

■:400> 35 

Asp Glu Veil Ala He Leu Pro Ala Pro Gin Asn Leu Ser Val Leu Ser 

i 5 10 15 

Thr Asn Met Lys His Leu Leu Met Trp Ser Pro Val He Ala Pro Gly 

20 25 30 

Glu Thr Val Tyr Tyr Ser Val Glu Tyr Gin Gly Glu lyr Glu Ser Leu 

35 40 45 

Tyr Thr Ser His lie Trp lie Pro Ser Ser Trp Cys Ser Leu Thr Glu 

50 55 60 

Gly Pro Glu Cys Asp Val Thr Asp Asp lie Thr Ala Thr Val Pro Tyr 
65 70 75 80 

r\.-^ 1^,. Av->,-, M -^1 Tl^.^ 1^.. riw C,~,^ ri TI^^ C,^.^ AT^ T^r^ Qr^y^ 
mo II LCL4 r^i ^-j V U I /^l H ^ 1 U MM L C L>( U I J ^n;: | l| , J I rA I U I ' p I 

85 90 95 

lie Leu Lys His Pro Phe Asn Arg Asn Ser Thr lie Leu Thr Arg Pro 

100 105 110 

Gly Met Glu He Thr Lys Asp Gly Phe His Leu Val He Glu Leu Glu 

115 120 125 

Asp Leu Gly Pro Gin Phe Glu Phe Leu Val Ala Tyr Trp Arg Arg Glu 

130 135 140 

Pro Gly Ala Glu Glu His Val Lys Met Val Arg Ser Gly Gly He Pro 
145 150 155 160 

Val His Leu Glu Thr Met Glu Pro Gly Ala Ala Tyr Cys Val Lys Ala 

165 170 175 

Gin Thr Phe Val Lys Ala He Gly Arg Tyr Ser Ala Phe Ser Gin Thr 

180 185 190 

Glu Cys Val Glu Val Gin Gly Glu Ala 
195 200 



